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Today’s menu
1. How to get help on image.sc and GitHub

2. How to share your image data and analysis

3. Good practices with image analysis
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How to get help on 
image.sc and GitHub
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Help! I need to analyse my images and I don’t know where to start!

4

…to be continued!
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Help! I need to analyse my images and I don’t know where to start I’ve tried the 
nice things I was told about in the Bioimage Analysis Lunch Seminar Series but 
it’s not working and I am stuck!
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Enter the two image analysis heroes:

image.sc github.com
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The image.sc forum
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image.sc is the online forum of the bioimaging scientific community
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The image.sc forum
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image.sc is the recommended discussion channel for most of the tools we talked about in this Seminar Series
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Post categories on image.sc
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A nice place to start  
(even in the absence 
of specific questions) 
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What makes a good forum post?
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I tried to open my images in ilastik 
but it doesn’t work. Please help.

💩
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What makes a good forum post?
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I am using ilastik version 1.4.1b22 and creating a pixel 
classification workflow. In the “Input Data” section, when I click 
“Add New…” and select my images, I get the following error:

[error log or screenshot]

The images I am trying to load are [image file details, including 
format and size]. An example can be found here: [URL to a 
public repository with an example image].

I have already tried the solution proposed on this post by 
@thatfantasticuser, but the error persists.

Does anyone have an idea of what could be happening?

💅
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What makes a good forum post?
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I am using ilastik version 1.4.1b22 and creating a pixel 
classification workflow. In the “Input Data” section, when I click 
“Add New…” and select my images, I get the following error:

[error log or screenshot]

The images I am trying to load are [image file details, including 
format and size]. An example can be found here: [URL to a 
public repository with an example image].

I have already tried the solution proposed on this post by 
@thatfantasticperson, but the error persists.

Does anyone have an idea of what could be happening?

Provide enough details to 
allow someone else to 
replicate your problem

Post the error log

Provide an example 
dataset

Say what you 
have already tried

Be kind :)
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Stepping up your image.sc game even further
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Use tags Provide screenshots

This will ensure that the corresponding 
developers are notified of your post

Pictures are worth a thousand words  
(if there are words accompanying them!!)
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How to image.sc
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DO DON’T

Tag people in your posts

Create one post per topic

Stay cordial, kind, and mindful of 
everyone’s time

Send people private messages

Follow up on resolved posts

Assume that people are at your 
service

💔❤
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GitHub
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GitHub is an online platform that allows software developers to create, store, manage, and share their code



University of Zurich BioVisionCenter

GitHub issues

15

GitHub issues is a “ticket system” for reporting and discussing bugs, usage problems, and improvement suggestions

User and 
repository names

Source 
code

Issues log

Compiled 
code
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GitHub issues
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Open an 
new issue
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What makes a good issue?
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What is the problem, in full

What are the steps to 
reproduce the problem

On what version of the 
software, operating system, or 

hardware did the problem occur

What has been 
tried already

What was the 
output or error log
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Which resource should I use when?
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image.sc github.com

Usage problems

General image analysis questions

Installation issues

Welcoming platform for everyone

Bugs and feature requests

Highly specific questions

Documentation/API issues

Specialised platform for developers



University of Zurich BioVisionCenter 19

How to share 
your image data 
and analysis
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Why aren’t all image data and analysis shared?
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Mostly because of fear (of being scooped, of being wrong) and lack of awareness (“it’s not worth the effort”).

“Fear of being scooped”, cartoon by John R. McKiernan, licensed CC BY (http://whyopenresearch.org/gallery.html)

http://whyopenresearch.org/gallery.html
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Why sharing my image data and analysis?
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Wilkinson et al., Sci Data, 2016  
Uhlmann et al., Journal of Cell Science, 2024

Because it benefits you (visibility, funding, recognition), the rest of the scientific community (reuse, reanalysis, collaboration), 
and society at large.

The FAIR Guiding Principles for scientific data
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Where can I share my image data and analysis?
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On free, publicly-funded online infrastructures such as zenodo.org (hosted at CERN, Switzerland)

http://zenodo.org
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Public data sharing with Zenodo

23

Metrics

Versioning

Unique object identifier

Author attribution
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Public data sharing with Zenodo

24https://focalplane.biologists.com/2023/02/15/sharing-research-data-with-zenodo/
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Where ELSE can I share my image data?
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On free, publicly-funded online resource specifically dedicated to bioimages such as the Bioimage Archive  
(hosted at EMBL-EBI, UK)
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Public bioimage data sharing on the Bioimage Archive
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Super valuable for 
method developers!
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Where can I share my code?

27

On version-controlled, collaborative software development platforms such as GitHub

Metrics

Contributors

License
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Code sharing on GitHub
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Version control makes it possible to unambiguously track contributions, and ensure that credit is given where credit is due.
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What should I care about when sharing my data?
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Image data Code

DOI

Only substantial modifications are archived 

Hosted on publicly-funded platform

Version control

Full history of changes is available

Hosted on collaborative platforms

For both: appropriate licensing!
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Good practices 
with image analysis
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Images are data, and should be treated as such
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Surveying >20’000 papers published in 40 scientific journals over 1995-2014, 4% of published papers appeared to contain 
problematic figures (mishandling) with ~2% suggesting deliberate manipulation (misconduct)
Bik et al., mBio, 2016
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Changes to the visual rendering of image data may alter the message they convey - that includes intensity adjustments, 
cropping, duplications, changes of bit depth, …

Beware of image data mishandling: visualisation

32

Selective contrast enhancement Selective cropping

Examples provided by Joana Delgado Martins, ZMB

Miura & Nørrelykke, The EMBO Journal, 2021
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The imaging process (what happens at the microscope) has an impact on the downstream analysis (what happens at the 
computer) - understanding how to acquire a “measurable” image is therefore essential

Beware of image data mishandling: quantitative analysis
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Culley et al., Journal of Microscopy, 2023

Illumination impacts 
intensity measurements

Acquisition parameters impact 
morphology measurements
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Automated image analysis methods can fail, regardless of how complex they are 

Beware of image data mishandling: quantitative analysis
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Shamir, Journal of Microscopy, 2011

“The classification accuracy of the 
different genes was 47% when the cells 
were covered by white squares, which is 

marginally lower than the 52% 
classification accuracy achieved with the 
original images, but significantly higher 

than random, which is ∼7%.”
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What can we do to minimise the risk of mishandling?
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Educate ourselves on what can and cannot be done with our data and the methods we use - and remain curious!
Schmied et al., Nature Methods, 2023
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What can we do to minimise the risk of mishandling?
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Be fully transparent about our work by openly sharing the data and the analysis methods we used - and not be afraid to stand 
corrected, it is better than being wrong forever!

Image data sharing Analysis method and code sharing
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Wrap-up
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Take-home message #1
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Computer-based image analysis has already transformed the way we use microscopy in biology, and is not done breaking the 
limit of what can be achieved - it is here to stay and its potential in everyday work should not be ignored

Can image analysis 

softwares help my 

research?

What are the limitations I 
should be aware of?

What should I be 
careful with?

How do I use it 
correctly?

How much data 

do I need?

Which tool is the 

best for my 

problem?
How much compute power do I need?
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Take-home message #2
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FAIR data, code, and 
experimental design

Better 
science!

Easier validation,  
reduced misuse

Increased 
reusability

Computer-based image analysis brings additional challenges to the appropriate use of imaging data and of their analysis in 
biology…but is also a great opportunity to force us to improve as a community!
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Take-home message #3
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None of us can be an expert at everything, and that’s ok! Our job as scientists is to ask, study, read, and constantly question 
why and how we do things - errors are part of the process and become valuable experiences if we embrace them as part of our 
learning process
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Thank you for 
your attention!
More questions?
virginie.uhlmann@mls.uzh.ch
Y55-K56
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Resources to go further
• https://doi.org/10.15252/embj.2020105889
• https://doi.org/10.1111/jmi.13208 
• https://doi.org/10.1038/s41592-023-01987-9 
• https://doi.org/10.1242/jcs.262139  
• https://doi.org/10.1016/j.jmb.2022.167505 
• https://doi.org/10.1007/s00418-023-02203-7
• https://doi.org/10.1111/jmi.13288
• https://doi.org/10.1038/s41592-023-02151-z
• https://doi.org/10.31219/osf.io/2zgmc
• https://doi.org/10.1038/s41592-023-02150-0
• https://doi.org/10.1371/journal.pbio.3002167
• https://doi.org/10.1371/journal.pbio.3000340
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https://doi.org/10.15252/embj.2020105889
https://doi.org/10.1111/jmi.13208
https://doi.org/10.1038/s41592-023-01987-9
https://doi.org/10.1242/jcs.262139
https://doi.org/10.1016/j.jmb.2022.167505
https://doi.org/10.1007/s00418-023-02203-7
https://doi.org/10.1111/jmi.13288
https://doi.org/10.1038/s41592-023-02151-z
https://doi.org/10.31219/osf.io/2zgmc
https://doi.org/10.1038/s41592-023-02150-0
https://doi.org/10.1371/journal.pbio.3002167
https://doi.org/10.1371/journal.pbio.3000340

